
1. Demmer JK, Phillips BP, Uhrig OL, Filloux A, Allsopp LP, Bublitz M, et al. Structure of 
ATP synthase from ESKAPE pathogen Acinetobacter baumannii. Sci Adv. 2022;8(7). 
doi: 10.1126/SCIADV.ABL5966 

2. Simcock PW, Bublitz M, Cipcigan F, Ryadnov MG, Crain J, Stansfeld PJ, et al. 
Membrane Binding of Antimicrobial Peptides Is Modulated by Lipid Charge 
Modification. J Chem Theory Comput. 2021;17(2):1218–28. doi: 
10.1021/ACS.JCTC.0C01025 

3. Heit S, Geurts MMG, Murphy BJ, Corey RA, Mills DJ, Kühlbrandt W, et al. Structure of 
the hexameric fungal plasma membrane proton pump in its autoinhibited state. Sci 
Adv. 2021;7(46). doi: 10.1126/SCIADV.ABJ5255 

4. Geurts MMG, Clausen JD, Arnou B, Montigny C, Lenoir G, Corey RA, et al. The SERCA 
residue Glu340 mediates interdomain communication that guides Ca2+ transport. 
Proc Natl Acad Sci U S A. 2020;117(49):31114–22. doi: 10.1073/PNAS.2014896117 

5. El Omari K, Mohamad N, Bountra K, Duman R, Romano M, Schlegel K, et al. 
Experimental phasing with vanadium and application to nucleotide-binding 
membrane proteins. IUCrJ. 2020;7(Pt 6):1092–101. doi: 10.1107/S2052252520012312 

6. Marchesini M, Gherli A, Montanaro A, Patrizi L, Sorrentino C, Pagliaro L, et al. 
Blockade of Oncogenic NOTCH1 with the SERCA Inhibitor CAD204520 in T Cell Acute 
Lymphoblastic Leukemia. Cell Chem Biol. 2020;27(6):678-697.e13. doi: 
10.1016/J.CHEMBIOL.2020.04.002 

7. Bublitz M, Kjellerup L, Cohrt KOH, Gordon S, Mortensen AL, Clausen JD, et al. 
Tetrahydrocarbazoles are a novel class of potent P-type ATPase inhibitors with 
antifungal activity. PLoS One. 2018;13(1). doi: 10.1371/JOURNAL.PONE.0188620 

8. Clausen JD, Bublitz M, Arnou B, Olesen C, Andersen JP, Møller JV, et al. Crystal 
Structure of the Vanadate-Inhibited Ca2+-ATPase. Structure. 2016;24(4). doi: 
10.1016/j.str.2016.02.018 

9. Karlsen JL, Bublitz M. How to compare, analyze, and morph between crystal 
structures of different conformations: The P-Type ATPase example. Bd. 1377, 
Methods in Molecular Biology. 2016. doi: 10.1007/978-1-4939-3179-8_43 

10. Nass K, Foucar L, Barends TRM, Hartmann E, Botha S, Shoeman RL, et al. Indications 
of radiation damage in ferredoxin microcrystals using high-intensity X-FEL beams. J 
Synchrotron Radiat. 2015;22(2). doi: 10.1107/S1600577515002349 

11. Hahn A, Parey K, Bublitz M, Mills DJ, Zickermann V, Vonck J, et al. Structure of a 
Complete ATP Synthase Dimer Reveals the Molecular Basis of Inner Mitochondrial 
Membrane Morphology. Mol Cell. 2015; doi: 10.1016/j.molcel.2016.05.037 

12. Bublitz M, Nass K, Drachmann ND, Markvardsen AJ, Gutmann MJ, Barends TRM, et al. 
Structural studies of P-type ATPase-ligand complexes using an X-ray free-electron 
laser. IUCrJ. 2015;2(Pt 4):409–20. doi: 10.1107/S2052252515008969 

13. Montigny C, Decottignies P, Le Maréchal P, Capy P, Bublitz M, Olesen C, et al. S-
palmitoylation and S-oleoylation of rabbit and pig sarcolipin. J Biol Chem. 
2014;289(49). doi: 10.1074/jbc.M114.590307 

14. Penner RC, Andersen ES, Jensen JL, Kantcheva AK, Bublitz M, Nissen P, et al. 



Hydrogen bond rotations as a uniform structural tool for analyzing protein 
architecture. Nat Commun. 2014;5. doi: 10.1038/ncomms6803 

15. Drachmann ND, Olesen C, Møller JV, Guo Z, Nissen P, Bublitz M. Comparing crystal 
structures of Ca(2+) -ATPase in the presence of different lipids. FEBS J. 2014;281(18). 
doi: 10.1111/febs.12957 

16. Clausen JD, Bublitz M, Arnou B, Montigny C, Jaxel C, Møller JV, et al. SERCA mutant 
E309Q binds two Ca(2+) ions but adopts a catalytically incompetent conformation. 
EMBO J. 2013;32(24):3231–43. doi: 10.1038/emboj.2013.250 

17. Paulsen ES, Villadsen J, Tenori E, Liu H, Bonde DF, Lie M a, et al. Water-mediated 
interactions influence the binding of thapsigargin to sarco/endoplasmic reticulum 
calcium adenosinetriphosphatase. J Med Chem. 2013;56(9):3609–19. doi: 
10.1021/jm4001083 

18. Winther AML, Bublitz M, Karlsen JL, Møller J V, Hansen JB, Nissen P, et al. The 
sarcolipin-bound calcium pump stabilizes calcium sites exposed to the cytoplasm. 
Nature. 2013;495(7440):265–9. doi: 10.1038/nature11900 

19. Gourdon P, Andersen JL, Hein KL, Bublitz M, Pedersen BP, Liu XY, et al. HiLiDe-
systematic approach to membrane protein crystallization in lipid and detergent. Cryst 
Growth Des. 2011;11(6):2098–106. doi: 
10.1021/CG101360D/ASSET/IMAGES/MEDIUM/CG-2010-01360D_0007.GIF 

20. Poulsen H, Khandelia H, Morth JP, Bublitz M, Mouritsen OG, Egebjerg J, et al. 
Neurological disease mutations compromise a C-terminal ion pathway in the 
Na(+)/K(+)-ATPase. Nature. 2010;467(7311):99–102. doi: 10.1038/nature09309 

21. Laursen M, Bublitz M, Moncoq K, Olesen C, Møller JV, Young HS, et al. Cyclopiazonic 
acid is complexed to a divalent metal ion when bound to the sarcoplasmic reticulum 
Ca2+-ATPase. J Biol Chem. 2009;284(20):13513–8. doi: 10.1074/jbc.C900031200 

22. Bublitz M, Polle L, Holland C, Heinz DW, Nimtz M, Schubert WD. Structural basis for 
autoinhibition and activation of Auto, a virulence-associated peptidoglycan hydrolase 
of Listeria monocytogenes. Mol Microbiol. 2009;71(6):1509–22. doi: 10.1111/j.1365-
2958.2009.06619.x 

23. Bublitz M, Polle L, Holland C, Nimtz M, Heinz DW. Supplementary Material to 
Structural Basis for Autoinhibition and Activation of Auto , a Virulence-Associated 
Peptidoglycan Hydrolase of Listeria monocytogenes. Mol Microbiol. 2009;  

24. Bublitz M, Holland C, Sabet C, Reichelt J, Cossart P, Heinz DW, et al. Crystal structure 
and standardized geometric analysis of InlJ, a listerial virulence factor and leucine-rich 
repeat protein with a novel cysteine ladder. J Mol Biol. 2008;378(1):87–96. doi: 
10.1016/j.jmb.2008.01.100 

 

REVIEWS  

 

1. Young MR, Heit S, Bublitz M. Structure, function and biogenesis of the fungal 
proton pump Pma1. Biochim Biophys acta Mol cell Res. 2024;1871(1). doi: 
10.1016/J.BBAMCR.2023.119600 



2. 20. Bublitz M, Musgaard M, Poulsen H, Thøgersen L, Olesen C, Schiøtt B, et al. 
Ion pathways in the sarcoplasmic reticulum Ca2+-ATPase. J Biol Chem. 
2013;288(15):10759–65. doi: 10.1074/jbc.R112.436550 

3. Bublitz M, Preben Morth J, Nissen P. P-type ATPases at a glance. J Cell Sci. 
2011;124(Pt 15):2515–9. doi: 10.1242/JCS.088716 

4. Bublitz M, Poulsen H, Morth JP, Nissen P. In and out of the cation pumps: P-type 
ATPase structure revisited. Curr Opin Struct Biol. 2010;20(4):431–9. doi: 
10.1016/j.sbi.2010.06.007 

 

 

BOOKS 

1. Bublitz M (Ed) Methods in Molecular Biology, P-type ATPases: Methods and 

Protocols, Springer Book series, UK, 2016 

 


